Source/Description: Clones containing [CA] n microsatellites were selected with end-labelled [TG] )5 from a flow-sorted chromosome 9 library (derived from a human/hamster hybrid cell line) in Charon 21 A. Southern blots of clones containing microsatellites were probed with either human or hamster DNA. Clone 9CMP1 containing a [CA] n microsatellite of human origin was sequenced enabling the design of PCR primers (Yuille et al., 1991). Microsatellite sequence showed the repeat to be [CA],,.
Source/Description: Clones containing [CA] n microsatellites were selected with end-labelled [TG] )5 from a flow-sorted chromosome 9 library (derived from a human/hamster hybrid cell line) in Charon 21 A. Southern blots of clones containing microsatellites were probed with either human or hamster DNA. Clone 9CMP1 containing a [CA] n microsatellite of human origin was sequenced enabling the design of PCR primers (Yuille et al., 1991) . Microsatellite sequence showed the repeat to be [CA] ,,.
Primer Sequences: 5' GCA CAG GCT GCA ATA TAG AC 3' (CA strand) 5' TTT ACT GTA TAA AAA CTG AAG CTA ATA 3' (GT strand) Chromosomal Localization: 9CMP1 was assigned to 9q22.1 -9q32 by PCR across a series of flow-sorted chromosome 9 translocations (Cotter et al., 1989) and to 9q31 by in situ hybridization. 2 point linkage analysis of 9CMP1 with LAMP 92 (Pandolfo et al., 1988) produced a recombination fraction of 0.03 with a maximum LOD score of 10.95; and with 9CMP2 (Lyall et ai, 1991) , a recombination fraction of 0.01 with a maximum LOD score of 8.39.
Mendelian Inheritance: Co-dominant segregation was observed in 19 CEPH families of 2 and 3 generations. PCR Conditions: 50-100 ng genomic DNA were amplified in a 10 y\ reaction containing: 125 pM dATP, dGTP and dTTP; 25 fM cCTP, 1 /tCi a 32 P-[dCTP], 25 mM TAPS pH 9.3, 50 mM KC1, 1 mM DTT, 2 mM MgCl 2) 0.05% Wl detergent, 50 ng of each primer and 0.75 units Taq polymerase (NBS). Amplification conditions were as follows: 94°C for 4.5 min; 30 cycles of 94°C for 0.5 min, 55°C for 0.5 min, 72°C for 0.5 min; and a final extension at 72°C for 10 min.
Acknowledgements: This work was supported by the MRC Human Genome Mapping Project, and the ICRF. (Yuille et al., 1991) . By sequencing with one of the PCR primers, the microsatellite was shown to contain 16 CA repeats, in this clone.
Primer Sequences: 5' CCC TCA AAA TTG CTG TCT AT 3' (CA strand) 5' AGA TTG ATT GAT AC A AGG ATT TG 3' (GT strand) Chromosomal Localization: 9CMP2 was assigned to 9q22.1 -9q32 by PCR across a series of flow-sorted chromosome 9 translocations and to 9q31 by in situ hybridization. Linkage analysis in CEPH families indicated that 9CMP2 and the LAMP 92 locus (Pandolfo et al. 1988) were linked with a peak LOD score of 8.27 at a recombination frequency of 0.04.
Mendelian Inheritance: Co-dominant segregation was observed in 31 families of 2, 3, and 4 generations.
PCR Conditions: 50-100 ng genomic DNA were amplified in a 10 Ai l reaction containing: 125 fM dATP, dGTP, dTTP, 25 uM dCTP, 1 /tCi 32 Pa-dCTP, 25 mM TAPS pH 9.3, 50 mM KC1, 1 mM DTT, 2 mM MgCl 2 , 0.05% Wl detergent, 50 ng of each primer and 0.75 units Taq polymerase (NBS). Amplification conditions were as follows: 94°C for 4.5 min, 30 cycles of 94°C for 0.5 min, 55°C for 0.5 min, 72°C for 0.5 min and a final extension at 72°C for 10 min.
